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A

(i) pepc (PBANKA_101790)

Primers Product Size
GU2057+GU2061 | 5 integration | 1kb
GU0204+GU2058 |3 integration | 1.1kb
GU2059+GU2060 |ORF 1kb

(i) mdh- (PBANKA_111770)

Primers Product Size
GU2278+GU2061 |5 integration | 1.3kb
GU0204+GU2279 | 3'integration | 0.75kb
GU2280+GU2281 ORF 0.87kb

(i) oprt- (PBANKA_111240)

Primers Product Size

GU2286+GU2061 5'integration 0.6kb
GU0204+GU2610 3'integration 1.0kb
GU2288+GU2289 ORF 0.7kb

(iv) ompdc (PBANKA_050740)

Primers Product Size

GU2282+GU2061 | 5' integration | 1.2kb
GU0204+GU2283 3’ integration | 1.4kb
GU2284+GU2285 ORF 0.9kb
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Fig. E

10004
=5 i . '
T D ——
8 o 8004
n o ¢
S — 600 .°
o © oo
= Q oo
= o 4004
IR .
d 8 2004 ‘:. *kk *kk kK
= o e
0 T —_—
3 2 = :
N S B
Q © Q
o x =
IQ o
x
3 o
= N
0
o
Fig. F
A
Y- gcs gs _ gr
Glutamate —> y- GluCys —> Glutathione «— GSSG
(GSH)
Cysteine Glycine
B C
125
Glutamate
100+
gamma-Glu-Cys K= I_' [ )
s 754
L-Cystine 2
O 50-
Glycine S~
25+
GSSG
0 T T

0 1110 9 8 -7 6 -5 -4 -3

Fold ch
old change BSO Conc. log(M)



Not checked

Liver stage

Fig. G
Sporozoite
development h

. development
| )
| Y
a
|
|
|
a
a
a
.
| Y

Oocyst
development
. Reduced in
5 mdh
Asexual . Severely reduced
Delayed in in
pepc pepc
oprt oprt Ookinete
ompdc . Absent in development
* ompdc
Reduced in 5
pepc Gametocyte “ Gamete
oprt production formation

Development in mammalian host

)
.
.
)
|
|
|
|
.

Development in mosquito



